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msigdbrdata Retrieve the MSigDB gene sets

Description

Retrieve a data frame of MSigDB gene sets and their member genes. Starting with release 2022.1,
MSigDB was split into human and mouse resources, each one provided in the approved gene sym-
bols of its respective species. The MSigDB versioning convention is in the format Year.Release.Species.
The species referenced in this function is the one specified in the release version.

Usage

msigdbrdata(target_species = c("HS", "MM"))

Arguments

target_species Species abbreviation for human or mouse databases ("HS" or "MM").

Value

A data frame of gene sets with one gene per row.
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